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Label free, automated, high throughput, 

small molecule sensitivity
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Previous SPR imagers promised high throughput protein interaction analysis but did not deliver.  The com-

bination of the IBIS MX96 detector and the CFM printer unleashes the full power of SPR array analysis.
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PROBLEM SOLVED

POOR QUALITY, NONREPRO-

DUCIBLE PROTEIN ARRAYS

The CFM printer uniformly immobilizes proteins, 

including from crude mixtures or concentrations 

1,000 fold lower than other methods

LACK OF APPROPRIATE

SURFACE CHEMISTRIES

IBIS o'ers a number of standard sensor chemistries, 

including 3D hydrogel surfaces with high capacity 

and high activity

INADEQUATE SENSITIVITY
The IBIS optics and software achieve < 1 RU noise, 

enabling high throughput small molecule analysis

LOW DYNAMIC RANGE DUE 

TO FIXED ANGLE SPR

The IBIS detector follows the SPR minimum, giving 

linear responses  over a wide dynamic range

LARGE SAMPLE VOLUME 

REQUIRED

40 &L injections are cycled over the sensor, allowing 

long association times with limited sample 

consumption
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The Instrument for Biomolecular Interaction Sensing MultipleX 96 (IBIS MX96) 

can monitor the interaction of 96 ligands with up to 96 analytes, enabling 

nearly 10,000 sensorgrams to be gathered in one automated overnight run.  

In a recent study, a label free competitive binding assay was used to ana-

lyze 80 antibodies and select those with the highest a"nity to an infectious 

disease antigen.  Using the CFM and MX96, the authors completed in one day 

what would have required more than 30 days with standard SPR protocols 

and instruments (Logtenberg et al., J. Mol. Biol. 2009, v. 387, pp. 548-558).  

Many sensor chemistries are available:

�‡�� Bare  gold

�‡�� 2D planar chemistries

�‡�� 3D hydrogel chemistries

�‡�� Pre-activated ester (gel-type)

�‡�� Dedicated (Streptavidin, protein A, anti-IgG)

�‡�� Custom made (as a service)
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Along with the comfort of easy to use platforms, excellent service and premium 

data quality, the $nancial cost to generate each sensorgram is at least 5x less 

than competing SPR platforms.*  Typical cost savings include: 

�‡�� Labor: full automation allows 72 hours of unattended operation

�‡�� Sensor chip prices: a %120 chip generates 96 sensorgrams each run and can be 

regenerated many times

�‡�� Low sample volumes: even long interactions can be measured with only 40 &L

�‡�� Return on investment:  for comparable platform investment generate up to 30x 

more interactions*
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A betttter wayy tto screen: an over-

niigghht run yyiieelds up to ���� ��������

sensoorrggrrams.
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Previously sold only in Europe, the MX96 is 

now available in North America, Asia and Aus-

tralia through a distribution partnership with 

Wasatch Micro#uidics. 

* Return on investment results will vary based on platform and 

assay.  Please contact us to calculate savings for your particular 

application.
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The Continuous Flow Microspotter (CFM) uses #ow to print microarray spots.  In 

contrast with other printers that use $xed volume droplets with uncertainty in bind-

ing coverage, the CFM uses microchannels to cycle ligand solutions over a surface.  

This maintains sensitive proteins in a liquid environment and produces active 

spots with coverages that approach saturation.  The CFM enables printing at ligand 

concentrations 1,000 fold more dilute than other technologies, as well as printing of 

ligands directly from crude mixtures onto a selective capture surface.

Binding of bovine IgG to pin- and CFM-printed protein A 

spots.  Using the CFM, detectable binding levels can be ob-

tained with a 1,000x lower concentration of spotted ligand.
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Array of printed anti-IL2 antibody on protein A 

hydrogel surface.  Serial dilution from 250 "g/

mL to 20 ng/mL.
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�‡�� Print DNA, proteins, cells, GPCRs, carbohydrates, lipids, and more

�‡�� Print from dilute solutions by letting #ow concentrate the mate-

rial onto the surface

�‡�� Print directly from crude mixtures onto selective capture surfaces

�‡�� Enclosed microchannels tightly control the spot shape, prevent 

drying and denaturation during immobilization

�‡�� Deliver multiple reagents in series across each spot
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Application notes are available upon request.  

Please contact IBIS or Wasatch for additional 

information.
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�‡��Kinetics

�‡��A&nity

�‡��Concentration

�‡��Antibody clustering

�‡��Epitope mapping

�‡��Competition / inhibition assays

�‡��Ligand capture / elution for mass spec

�‡��Biomarker discovery

�‡��Low molecular weight drug testing (>200 Da)
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The MX96 kinetic evaluation software 

(SPRint) allows a researcher maximum 

$exibility while maintaining ease of 

operation.  

�‡�� Full kinetic analysis suite

�‡�� View sensograms in serial, overlay, 

or tiled formats

�‡�� Tile view by individual ligands or 

analytes

�‡�� Compatible with ScrubberTM
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TOP LEFT:  Serial injection of 13 concentrations 

of anti-HSA against a CFM-printed array of 32 

HSA ligands.

LEFT:  Tile view by ligand, showing the interac-

tion of each spot with all 13 anti-HSA analyte 

injections.
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General

Dimensions (DxWxH) 21º x 25º x 20º (52 x 62 x 50 cm)

Weight 143 lbs (65 kg)

Electrical supply 100-240 V  (60-50 Hz), 200 Watt 

SPR 

Con"guration Kretschmann 

Optics Angle scanning

Imaging Area 8.8 x 6.6 mm (1600 x 1200 pixels)

Optical lateral resolution of image 25 #m

Maximum number of RoIs/spots 500 (typically 96 spots - CFM)

Analysis time 72 hours unattended

Temperature control Double peltier (sample deck and $ow cell)

Temperature stability $ow cell < 0.01 %C

Analysis temperature 15-45 %C  (7 oC below ambient)

Software

Operating system and program MS Windows XP,  Tri-angle data acquisition 

Kinetic evaluation for sample and RoI 
analysis

SPRint including export functions to MS Excel, 
Scrubber, txt "les

General Array metrics

Dimensions (DxWxH) 22º x 22º x 20º (56 x 56 x 51 cm) Printing capacity Prints one sensor at a time

Weight 75 lbs (34 kg) Spot size and spacing 350 #m, 600 #m pitch

Electrical supply 100-240 V  (60-50 Hz) Spot density Each print cycle deposits 48 spots in a 7 mm x 3 mm block

Printhead material Polydimethylsiloxane (PDMS)

Con"guration Required sample volume 100 #L, sample is recoverable

Sample loading Two standard microtiter plates (96 well)

Standard slide format 1º x 3º microscope slide

Custom slide format Platform-speci"c mounts available

System automation X-Y-Z automated sample handling and print positioning

System cleaning Automated cleaning between samples and at shutdown
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Typical working ranges

A&nity constant (KD equilibrium) 10-6 - 10-12 M

Baseline noise (typical) < 0.2 RU RMSD

Baseline stability < 0.8 RU/min 

Overnight run samples / sensorgrams Up to 96 samples / 9216 sensorgrams

Liquid handling

X-Y-Z autosampler Template (embedded scripts)

Sample injection Thermostated / valveless 

Syringes and volume 2x  and 1000 #L/stroke

Injection volume 40 'L (back and forth mixing)

Required sample volume 100 'L (for two injections)

Flow cell volume 12 'L (standard internal) 

Flow cell area 6 x 10 mm (2 x 48 spots CFM)

Flow rate 2 - 200 #L/s

Sample capacity 96 well plate, 12 vials, 3 containers
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Windows XP is a trademark of Microsoft Corporation.   |    Scrubber is a trademark of BASDATA Pty Ltd.
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IBIS Technologies bv 

Pantheon 5, 7521 PR Enschede 

The Netherlands

Phone + 31 53 4751850

Website: www.ibis-spr.nl

Wasatch Microfluidics

825 N. 300 W. Ste. NE 325 

Salt Lake City, UT 84103

Phone: (801) 532-4486 

Website: www.microfl.com
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